enc

HILEETFAEPSLQATQMKLKRARLA
DDLNEKIAQRPGPMELVEKNILPVD
SSVKEAIIGVVKEDYPHTHGEFSFDE
DSSDALSPDQPASQESQGSAASPSE
PKVSASPPPVTASTPAQFTSVSPAVP
EFLKTPLTADQPPTRSTAPVLPTNTV
SSAKSGPMLVKQSHPKNPNDKHRS
KKCKDPKPRVKKLKYHQYIPPNQKG
EKSEPQMDSNYARLLQQQQLFLQL
QILSQQQQQQQQQHYNYQTILPAPI
KTDKNSSSGSNSGSSSSMPARRPGP
LPSSLDDLKVSELKTELKLRGLPVSG
TKPDLIERLKPYQEVTSSNLATGSIVA
VSSATIVTSNPEVTVALPVTTLHNAV
TSSVSTFKADLALPATSSVPHVENAH
SPLPISPSPSEQSSLSTDDTNMTDTF
TEIMTMMSPSQLLCSSPLRVVSHDD
SLSPSSSTLSTLELDAAEKDRKLQEK
EKQIEELKRKLEQEQKLVEVLKMQL
EVEKRGQQRPPDPQPSDPPHPFNTS
DPKHGSVGSSIKDEASLPDCSSPQQ
PITVPGHSVGQPISTGSQTLVAKKTV
VVKQEVPMAQAEQQNVVSQFYLSS
QGQPPALVAQPQALLTTQTTQLLLPV
SIQGSNVTSVQLPVGSLQLQTPAQG
RVQAQPHVAAATQVPAAALPSALTS
ALPQKQEAFPQHVLGQPQPVRKVFT
NSAPNTVLQYQRQPGPTNQQPFVSK
TSNPALQSRTAPLAPLQNGPSLASKP
SSPPPPQQFVVQHSLFATPITKTKDP
PRYEEAIKQTRSTQPALPEVSSVHSQ
QMDDLFDILIKSGEISFPIKEEPSPIS
KMKPVTASITTMPVNTVVSRPPPQV
QIAPPVSLEPVNSLSASLENQLEAFL
DGTLPSATDTGPLQNSSEDRESFSLI
EDLQNDLLSHSSMLYQSHSPMETS
EAQLVSGTPCLSLDLSDSNLDNME
WLDITMPTTSSGLTPLSTTAPSMFSA
DFLDPQDLPLPWD

}Jl;l iprotKB Entry name organism full name |oglcnacscore oglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion reti
P59759 MRTFB_MOUSE |Mus Myocardin- [69.970158 S207;S209;T214;S225;T234;T237;S [S66;5531;5535;S537;5S913|22517741;22645316;16452088;408 |MIDSSKKQPQGFPEILTAEDFEPFKE [True False 1.316 |4.434 [1.299 1.0
musculus [related 245;T638;S757;5838;T858;T922;T9 85482;36852467;36084651;228264 |[KECLEGSNQKSLKEVLQLRLQQRRT
transcription 32 40;35822049;40021952;30059200;4 |[REQLVDQGIMPPLKSPAAFHEQIKSL
factor B 0997131;30016717 ERARTENFLKHKIRSRPDRSELVRM




