}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi I extt:acellula
name sites sites reticulum |apparatus membrane region
P59999 IARPC4_MOUSE |Mus Actin-  {27.09895 NaN NaN 37453647;33300544;39627609 MTATLRPYLSAVRATLQAALCLENF [True False 2.415 |4.267 [2.628 0.658 0.555 1.224 0.925
musculus [related SSQVVERHNKPEVEVRSSKELLLQP

protein IVTISRNEKEKVLIEGSINSVRVSIAVK

2/3 QADEIEKILCHKFMRFMMMRAENF

complex FILRRKPVEGYDISFLITNFHTEQMY

subunit KHKLVDFVIHFMEEIDKEISEMKLSV

4 NARARIVAEEFLKNF




