UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extr-acel]

ID name sites sites reticulum |apparatus membrane [region

P60122 RUVB1_MOUSE [Mus RuvB- (30.871734 S37 NaN 39627609;29187734;37507081;400 |MKIEEVKSTTKTQRIASHSHVKGLGL |True False 3.041 (4.234 |0.375 False False False False
musculus [like 1 21952 DESGLAKQAASGLVGQENAREACGV

IVELIKSKKMAGRAVLLAGPPGTGKT
ALALATAQELGSKVPFCPMVGSEVYS
TEIKKTEVLMENFRRAIGLRIKETKE
'VYEGEVTELTPCETENPMGGYGKTI
SHVIIGLKTAKGTKQLKLDPSIFESLQ
KERVEAGDVIYIEANSGAVKRQGRC
DTYATEFDLEAEEYVPLPKGDVHKK
KEIIQDVTLHDLDVANARPQGGQDIL
SMMGQLMKPKKTEITDKLRGEINKV
'VNKYIDQGVAELVPGVLFVDEVHML
DIECFTYLHRALESSIAPIVIFASNRG
NCVIRGTEDITSPHGIPLDLLDRVMII
RTMLYTPQEMKQIIKIRAQTEGINISE
EALNHLGEIGTKTTLRYSVQLLTPAN
LLAKINGKDSIEKEHVEEISELFYDA
KSSAKILADQQDKYMK




