
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P60229 EIF3E_MOUSE Mus
musculus

Eukaryotic
translation
initiation
factor	3
subunit	E

33.273749 NaN S399;T439;S442;T445 37453647;28528544;37507081;226
45316

MAEYDLTTRIAHFLDRHLVFPLLEFL
SVKEIYNEKELLQGKLDLLSDTNMV
DFAMDVYKNLYSDDIPHALREKRTT
VVAQLKQLQAETEPIVKMFEDPETT
RQMQSTRDGRMLFDYLADKHGFRQ
EYLDTLYRYAKFQYECGNYSGAAEYL
YFFRVLVPATDRNALSSLWGKLASEI
LMQNWDAAMEDLTRLKETIDNNSV
SSPLQSLQQRTWLIHWSLFVFFNHP
KGRDNIIDLFLYQPQYLNAIQTMCPH
ILRYLTTAVITNKDVRKRRQVLKDLV
KVIQQESYTYKDPITEFVECLYVNFD
FDGAQKKLRECESVLVNDFFLVACL
EDFIENARLFIFETFCRIHQCISINML
ADKLNMTPEEAERWIVNLIRNARLD
AKIDSKLGHVVMGNNAVSPYQQVIE
KTKSLSFRSQMLAMNIEKKLNQNSR
SEAPNWATQDSGFY

True False 3.656 4.032 1.839 1.525 0.86 1.232 1.198


