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D Entry name organism full oglcnacscore °g lcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma ©
name sites sites reticulum |apparatus membrane |r(
P60468 SC61B_HUMAN Homo Protein [14.125986 S7;S13;S14(S7;T9;S13;S14;S17(34229054;38665916;34019948;332 [MPGPTPSGTNVGSSGRSPSKAVAAR (True True 4.103 |0.656 [1.666 5.0 False 0.516 0
sapiens [transport 14551;33465208;40596516;293519 |AAGSTVRQRKNASCGTRSAGRTTSA
protein 28;28510447 GTGGMWRFYTEDSPGLKVGPVPVLV
Sec61 MSLLFIASVFMLHIWGKYTRS
subunit
beta




