UniprotKB Entry name |organism [full name oglcnacscore o_glcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasn
ID sites reticulum apparatus meml
P60484 PTEN_HUMAN [Homo Phosphatidylinositol [24.880841 S227 S294;T319;T321;T336;T366;5370;S |39894887;30379171 [MTAIIKEIVSRNKRRYQEDGFDLDLT (True True 4.556 5.0 0.188 False False 5.0

sapiens

3,4,5-trisphosphate
3-phosphatase and
dual-specificity
protein
phosphatase PTEN

380;T382;T383;S385;T401

YIYPNIIAMGFPAERLEGVYRNNIDD
'VVRFLDSKHKNHYKIYNLCAERHYD
TAKFNCRVAQYPFEDHNPPQLELIK
PFCEDLDQWLSEDDNHVAAIHCKA
GKGRTGVMICAYLLHRGKFLKAQEA
LDFYGEVRTRDKKGVTIPSQRRYVYY
YSYLLKNHLDYRPVALLFHKMMFET
IPMFSGGTCNPQFVVCQLKVKIYSS
NSGPTRREDKFMYFEFPQPLPVCGD
IKVEFFHKQNKMLKKDKMFHFWVN
TFFIPGPEETSEKVENGSLCDQEIDSI
CSIERADNDKEYLVLTLTKNDLDKA
NKDKANRYFSPNFKVKLYFTKTVEE
PSNPEASSSTSVIPDVSDNEPDHYR
[YSDTTDSDPENEPFDEDQHTQITKV




