UniprotkB Entry name organism (full name loglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_acellulal
ID sites sites reticulum |apparatus membrane [region
P60755 MDGA2_MOUSE [Mus MAM domain-containing 24.474581 NaN NaN 33300544 MDLVYGLVWLLTVLLEGISGQGVYA |None None None |None None None None None None

musculus

glycosylphosphatidylinositol
anchor protein 2

PPTVRIVHSGLACNIEEERYSERVYTI
REGETLELTCLVTGHPRPQIRWTKT
IAGSASDRFQDSSVENETLRITNIQRH
QGGRYYCKAENGLGSPAIKSIRVDVY
YLDDPVVTVHQSIGEAKEQFYYERTV
FLRCVANSNPPVRYSWRRGQEVLLQ
GSDKGVEIYEPFFTQGETKILKLKNL
RPQDYANYSCIASVRNVCNIPDKMV
SFRLSNKTASPSIKLLVDDPIVVNPG
EAITLVCVTTGGEPTPSLTWVRSFGT
LPEKIVLNGGTLTIPAITSDDAGTYSC
IANNNVGNPAKKSTNIIVRALKKGRF
WITPDPYHKDDNIQIGREVKISCQVE
AVPSEELTFSWFKNGRPLRSSERMV
ITQTDPDVSPGTTNLDIIDLKFTDFGT
YTCVASLKGGGISDISIDVNISSSTVP
PNLTVPQEKSPLVTREGDTIELQCQV
TGKPKPIILWSRADKEVAMPDGTMQ
MESYDGTLRIVNVSREMSGMYRCQ
TSQYNGFNVKPREALVQLIVQYPPAV
EPAFLEIRQGQDRSVTMSCRVLRAY
PIRVLTYEWRLGNKLLRTGQFDSQE
YTEYPLKSLSNENYGVYNCSIINEAG
IAGRCSFLVTGKAYAPEFYYDTYNPV
IWQNRHRVYSYSLQWTQMNPDAVD
RIVAYRLGIRQAGQQRWWEQEIKIN
GNIQKGELITYNLTELIKPEAYEVRLT
PLTKFGEGDSTIRVIKYTGEFHCGFE
DGNICLFTQDDTDNFDWTKQSTATR
NTKYTPNTGPSADRSGSKEGFYMYI
ETSRPRLEGEKARLLSPVFSIAPKNP
IYGPTNSAYCFSFFYHMYGQHIGVLN
IVYLRLKGQTTIENPLWSSSGNKGQR
WNEAHVNIYPITSFQLIFEGIRGPGIE
GDIAIDDVSIAEGECAKQDLPTKNSV
DGAVGILVHIWLFPVIILISILSPRR




