UniprotKB Entry name lorganism [full name oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion enl?oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
P60879 SNP25_MOUSE Mus Synaptosomal- (29.185005 NaN T138;S154;S187 22645316 MAEDADMRNELEEMQRRADQLAD (True True 4.042 [2.972  |2.438 1.967 5.0 5.0 2.506
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