endoplasmic [golgi plasma extracellular
reticulum |apparatus membrane region

2.879 1.522 1.489 1.013 3.407 1.417

UniprotKB oglcnac ‘p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion
ID sites sites
P61079 UB2D3_MOUSE Mus Ubiquitin- |28.093184 NaN NaN 39627609;36288343 MALKRINKELSDLARDPPAQCSAGP |False False 3.209
musculus |conjugating VGDDMFHWQATIMGPNDSPYQGGV
enzyme E2 FFLTIHFPTDYPFKPPKVAFTTRIYHP
D3 NINSNGSICLDILRSQWSPALTISKV

LLSICSLLCDPNPDDPLVPEIARIYKT
DRDKYNRISREWTQKYAM

Entry name organism full name |oglcnacscore




