
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P61129 ZC3H6_HUMAN Homo
sapiens

Zinc
finger
CCCH
domain-
containing
protein	6

19.994096 NaN S1158 37217939 MTDSEHAGHDREDGELEDGEIDDA
GFEEIQEKEAKENEKQKSEKAYRKS
RKKHKKEREKKKSKRRKREKHKHN
SPSSDDSSDYSLDSDVEHTESSHKK
RTGFYRDYDIPFTQRGHISGSYITSKK
GQHNKKFKSKEYDEYSTYSDDNFG
NYSDDNFGNYGQETEEDFANQLKQ
YRQAKETSNIALGSSFSKESGKKQR
MKGVQQGIEQRVKSFNVGRGRGLP
KKIKRKERGGRTNKGPNVFSVSDDF
QEYNKPGKKWKVMTQEFINQHTVE
HKGKQICKYFLEGRCIKGDQCKFDH
DAELEKRKEICKFYLQGYCTKGENCI
YMHNEFPCKFYHSGAKCYQGDNCK
FSHDDLTKETKKLLDKVLNTDEELI
NEDERELEELRKRGITPLPKPPPGVG
LLPTPPEHFPFSDPEDDFQTDFSDD
FRKIPSLFEIVVKPTVDLAHKIGRKPP
AFYTSASPPGPQFQGSSPHPQHIYSS
GSSPGPGPNMSQGHSSPVMHPGSP
GHHPCAGPPGLPVPQSPPLPPGPPEI
VGPQNQAGVLVQPDTSLTPPSMGGA
YHSPGFPGHVMKVPRENHCSPGSS
YQQSPGEMQLNTNYESLQNPAEFY
DNYYAQHSIHNFQPPNNSGDGMW
HGEFAQQQPPVVQDSPNHGSGSDG
SSTRTGHGPLPVPGLLPAVQRALFVR
LTQRYQEDEEQTSTQPHRAPSKEED
DTVNWYSSSEEEEGSSVKSILKTLQK
QTETLRNQQQPSTELSTPTDPRLAK
EKSKGNQVVDPRLRTIPRQDIRKPSE
SAPLDLRLAWDPRKLRGNGSGHIGS
SVGGAKFDLHHANAGTNVKHKRGD
DDDEDTERELREKAFLIPLDASPGIM
LQDPRSQLRQFSHIKMDITLTKPNF
AKHIVWAPEDLLPVPLPKPDPVSSIN
LPLPPLIADQRLNRLWNTKSDLHQN
TVSIDPKLAAKAKINTTNREGYLEQF
GDSHGSGAKLGDPRLQKNFDPRLH
RLPNTESHQVVMKDSHASKGAPHL
PRSNPGSSQPSGAGTSNSGSGALPP
YAPKLSSSAGLPLGTSTSVLSGISLYD
PRDHGSSSTSELATASSGENSKNQK
KSGGLKSSDKTEPSPGEAILPQKPSP
NVGVTLEGPADPQADVPRSSGKVQV
PAVHSLPVQALTGLIRPQYSDPRQAR
QPGQGSPTPDNDPGRETDDKSLKEV
FKTFDPTASPFC

None None None None None None None None None


