UniprotKB Entry name organism [full name |oglcnacscore o'glcnac p‘h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
P61215 CAH10 MOUSE Mus Carbonic (24.474581 NaN NaN 33300544 MEIVWEVLFLLQANFIVCISAQQNSP |None None None |None None None None None None
musculus [anhydrase- KIHEGWWAYKEVVQGSFVPVPSFW
related GLVNSAWNLCSVGKRQSPVNIETSH
protein 10 MIFDPFLTPLRINTGGRKVSGTMYN

TGRHVSLRLDKEHLVNISGGPMTYS
HRLEEIRLHFGSEDSQGSEHLLNGQ
IAFSGEVQLIHYNHELYTNVTEAAKS
PNGLVVVSIFIKVSDSSNPFLNRML
NRDTITRITYKNDAYLLQGLNIEELY
PETSSFITYDGSMTIPPCYETASWIIM
NKPVYITRMQMHSLRLLSQNQPSQI
FLSMSDNFRPVQPLNNRCIRTNINF
SLQGKDCPNNRAQKLQYRVNEWLL
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