}Jl;l iprotKB Entry name lorganism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi I eXtI:aC'
name sites sites reticulum |apparatus| membrane region
P61222 ABCE1_MOUSE [Mus ATP- 33.309813 NaN S417;T550 34887587;24788674;29187734;374 |MADKLTRIAIVNHDKCKPKKCRQEC (True False 3.177 [1.849 [4.346 1.439 0.685 1.595 1.419
musculus |binding 53647;28528544 KKSCPVVRMGKLCIEVTPQSKIAWIS
cassette ETLCIGCGICIKKCPFGALSIVNLPSN
sub- LEKETTHRYCANAFKLHRLPIPRPGE
family E IVLGLVGTNGIGKSTALKILAGKQKPN
member LGKYDDPPDWQEILTYFRGSELQNY
1 FTKILEDDLKAIIKPQYVDQIPKAAKG

TVGSILDRKDETKTQAIVCQQLDLTH
LKERNVEDLSGGELQRFACAVVCIQ
KADIFMFDEPSSYLDVKQRLKAAITI
RSLINPDRYIIVVEHDLSVLDYLSDFI
CCLYGVPSAYGVVTMPFSVREGINIF
LDGYVPTENLRFRDASLVFKVAETA
NEEEVKKMCMYKYPGMKKKMGEF
ELAIVAGEFTDSEIMVMLGENGTGK
TTFIRMLAGRLKPDEGGEVPVLNVS
[YKPQKISPKSTGSVRQLLHEKIRDAY
THPQFVTDVMKPLQIENIIDQEVQTL
SGGELQRVALALCLGKPADVYLIDEP
SAYLDSEQRLMAARVVKRFILHAKK
TAFVVEHDFIMATYLADRVIVFDGVP
SKNTVANSPQTLLAGMNKFLSQLEI
TFRRDPNNYRPRINKLNSIKDVEQK
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