}Jl;l iprotKB Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma °x
sites sites reticulum |apparatus membrane re
P61604 CH10_HUMAN [Homo 10 kDa heat |32.037795 S21 T79 38665916;30444036;20305658;316 [MAGQAFRKFLPLFDRVLVERSAAET [True False 1.576 [False |5.0 False False False 4.(
sapiens shock 37018;40596516 IVTKGGIMLPEKSQGKVLQATVVAVG
protein, SGSKGKGGEIQPVSVKVGDKVLLPEY
mitochondrial GGTKVVLDDKDYFLFRDGDILGKYV
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