UniprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extt:acellular
1D name sites sites reticulum apparatus membrane region
P61626 LYSC_HUMAN [Homo Lysozyme [14.149398 NaN NaN 34019948;38665916 |MKALIVLGLVLLSVTVQGKVFERCEL |False True 2.154 (2.3 2.209 1.678 1.264 2.108 5.0

sapiens |C

ARTLKRLGMDGYRGISLANWMCLA
KWESGYNTRATNYNAGDRSTDYGIF
QINSRYWCNDGKTPGAVNACHLSC
SALLQDNIADAVACAKRVVRDPQGIR
AWVAWRNRCQNRDVRQYVQGCGV




