
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P61647 SIA8F_HUMAN Homo
sapiens

Alpha-2,8-
sialyltransferase
8F

22.903221 S329 NaN 38253038 MRPGGALLALLASLLLLLLLRLLWCP
ADAPGRARILVEESREATHGTPAALR
TLRSPATAVPRATNSTYLNEKSLQLT
EKCKNLQYGIESFSNKTKGYSENDY
LQIITDIQSCPWKRQAEEYANFRAKL
ASCCDAVQNFVVSQNNTPVGTNMS
YEVESKKEIPIKKNIFHMFPVSQPFV
DYPYNQCAVVGNGGILNKSLCGTEI
DKSDFVFRCNLPPTTGDVSKDVGSK
TNLVTINPSIITLKYGNLKEKKALFLE
DIATYGDAFFLLPAFSFRANTGTSFK
VYYTLEESKARQKVLFFHPKYLKDLA
LFWRTKGVTAYRLSTGLMITSVAVEL
CKNVKLYGFWPFSKTVEDIPVSHHY
YDNKLPKHGFHQMPKEYSQILQLH
MKGILKLQFSKCEVA

False True 0.897 1.195 0.763 1.082 4.642 1.085 2.532


