UniprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma exu:acellu
ID sites sites reticulum |apparatus membrane [region
P61750 IARF4_MOUSE [Mus IADP- 27.09895 NaN S147 37453647;33300544;39627609 IMGLTISSLFSRLFGKKQMRILMVGL (False True 3.962 [1.89 2.12 1.882 5.0 5.0 1.721
musculus [ribosylation DAAGKTTILYKLKLGEIVTTIPTIGFN
factor 4
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