UniprotKB Entry name organism full oglcnacscore o-glcnac iphosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc:!oplasmlc golgi plasm
ID name sites reticulum apparatus memh
P61982 1433G_MOUSE Mus 14-3-3 [31.568862 NaN S71;T133;T145;S215;T234;S235|37507081;37453647;29187734;333 [MVDREQLVQKARLAEQAERYDDMA (True False 4.567 (3.013 [3.0 False False False
musculus [protein 00544;36288343;39927985 AAMKNVTELNEPLSNEERNLLSVAY
gamma KNVVGARRSSWRVISSIEQKTSADG

NEKKIEMVRAYREKIEKELEAVCQD
'VLSLLDNYLIKNCSETQYESKVFYLK
MKGDYYRYLAEVATGEKRATVVESS
EKAYSEAHEISKEHMQPTHPIRLGLA
LNYSVFYYEIQNAPEQACHLAKTAF
DDAIAELDTLNEDSYKDSTLIMQLLR
DNLTLWTSDQQDDDGGEGNN




