}Jl;l iprotKB Entry name |organism full name oglcnacscore o.glcnac phosphorylation sites [PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi plasr
sites reticulum |apparatus mem
P62136 PP1A_HUMAN Homo Serine/threonine-|17.693582 NaN S2;522;T306;T320;S325 [34229054;23301498;33214551;398 [MSDSEKLNLDSIIGRLLEVQGSRPG [True True 4.832 |5.0 2.225 2.569 2.26 4.641
sapiens  [protein 94887;38665916;40914422;340199 [KNVQLTENEIRGLCLKSREIFLSQPI
phosphatase 48 LLELEAPLKICGDIHGQYYDLLRLFE
PP1-alpha

catalytic subunit

YGGFPPESNYLFLGDYVDRGKQSLE
TICLLLAYKIKYPENFFLLRGNHECA
SINRIYGFYDECKRRYNIKLWKTFTD
CFNCLPIAAIVDEKIFCCHGGLSPDL
QSMEQIRRIMRPTDVPDQGLLCDLL
WSDPDKDVQGWGENDRGVSFTFGA
EVVAKFLHKHDLDLICRAHQVVEDG
YEFFAKRQLVTLFSAPNYCGEFDNA
GAMMSVDETLMCSFQILKPADKNK
GKYGQFSGLNPGGRPITPPRNSAKA
KK




