UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular [extracellular |cytosol [nucleus mitochndrion enc!oplasmlc golgi plasma extl.*acellular
ID sites sites reticulum apparatus / membrane region
P62192 PRS4 MOUSE |Mus 26S 35.967176 NaN S4;T53;T434;T439|39627609;19577582 MGQSQSGGHGPGGGKKDDKDKKK  (True False 4.125 [3.649 |2.199 1.589 1.017 1.36 1.208
musculus [proteasome KYEPPVPTRVGKKKKKTKGPDAASK
regulatory LPLVTPHTQCRLKLLKLERIKDYLLM
subunit 4

EEEFIRNQEQMKPLEEKQEEERSKV
DDLRGTPMSVGTLEEIIDDNHAIVST
SVGSEHYVSILSFVDKDLLEPGCSVL
LNHKVHAVIGVLMDDTDPLVTVMK
IVEKAPQETYADIGGLDNQIQEIKESV
ELPLTHPEYYEEMGIKPPKGVILYGP
PGTGKTLLAKAVANQTSATFLRVVG
SELIQKYLGDGPKLVRELFRVAEEHA
PSIVFIDEIDAIGTKRYDSNSGGEREI
QRTMLELLNQLDGFDSRGDVKVIM
IATNRIETLDPALIRPGRIDRKIEFPLP
DEKTKKRIFQIHTSRMTLADDVTLD
DLIMAKDDLSGADIKAICTEAGLMAL
RERRMKVTNEDFKKSKENVLYKKQ
EGTPEGLYL




