}Jl;l iprotKB Entry name |organism full oglcnacscore o-glcnac iphosphorylation sites |[PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi
name sites reticulum apparatus membrane
P62259 1433E_MOUSE [Mus 14-3-3 |46.579292 NaN S65;T131;T137;5210;T232(37507081;28528544;37453647;300 [MDDREDLVYQAKLAEQAERYDEMV (True False 4.572 [4.291 4.0 2.0 False 2.0
musculus |protein 31227;24788674;21540332;362883 [ESMKKVAGMDVELTVEERNLLSVAY
epsilon 43;39927985;22645316 KNVIGARRASWRIISSIEQKEENKGG
EDKLKMIREYRQMVETELKLICCDIL

DVLDKHLIPAANTGESKVFYYKMKG
DYHRYLAEFATGNDRKEAAENSLVA
YKAASDIAMTELPPTHPIRLGLALNF
SVFYYEILNSPDRACRLAKAAFDDAI
IAELDTLSEESYKDSTLIMQLLRDNLT
LWTSDMQGDGEEQNKEALQDVEDE
NQ




