}Jl;l iprotKB Entry name |organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion en@oplasmlc golgi plasma ext
sites sites reticulum |apparatus membrane reg
P62495 ERF1_HUMAN Homo Eukaryotic|4.98276 'T388;T393 [T347 34229054;25367160;33214551;303 [MADDPSAADRNVEIWKIKKLIKSLEA True False 4.722 [2.824  |1.782 1.677 1.406 1.763 1.4
sapiens [peptide 79171;40596516;38665916;347257 |ARGNGTSMISLIIPPKDQISRVAKML
chain 12;40914422;39302247;34019948;3 |]ADEFGTASNIKSRVNRLSVLGAITSV
release 5138101;28510447 QQRLKLYNKVPPNGLVVYCGTIVTEE
factor GKEKKVNIDFEPFKPINTSLYLCDNK
subunit 1 FHTEALTALLSDDSKFGFIVIDGSGA

LFGTLQGNTREVLHKFTVDLPKKHG
RGGQSALRFARLRMEKRHNYVRKV
IAETAVQLFISGDKVNVAGLVLAGSA
DFKTELSQSDMFDQRLQSKVLKLVD
ISYGGENGFNQAIELSTEVLSNVKFI
QEKKLIGRYFDEISQDTGKYCFGVED
TLKALEMGAVEILIVYENLDIMRYVL
HCQGTEEEKILYLTPEQEKDKSHFT
DKETGQEHELIESMPLLEWFANNYK
KFGATLEIVTDKSQEGSQFVKGFGGI
GGILRYRVDFQGMEYQGGDDEFFDL
DDY




