UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular|cytosol [nucleus mitochndrion em?oplasmlc golgi plasma extl.'acellular
ID sites sites reticulum apparatus membrane [region
P62627 DLRB1 MOUSE [Mus Dynein 25.629171 NaN NaN 36288343 | MAEVEETLKRLQSQKGVQGIIVVNT |None None None |None None None None None None
musculus [light EGIPIKSTMDNPTTTQYANLMHNFIL
chain KARSTVREIDPQNDLTFLRIRSKKNE
roadblock- IMVAPDKDYFLIVIQNPTE
type 1




