
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P62715 PP2AB_MOUSE Mus
musculus

Serine/threonine-
protein
phosphatase	2A
catalytic	subunit
beta	isoform

24.474581 NaN T307 33300544 MDDKAFTKELDQWVEQLNECKQLN
ENQVRTLCEKAKEILTKESNVQEVR
CPVTVCGDVHGQFHDLMELFRIGG
KSPDTNYLFMGDYVDRGYYSVETVT
LLVALKVRYPERITILRGNHESRQIT
QVYGFYDECLRKYGNANVWKYFTDL
FDYLPLTALVDGQIFCLHGGLSPSID
TLDHIRALDRLQEVPHEGPMCDLLW
SDPDDRGGWGISPRGAGYTFGQDIS
ETFNHANGLTLVSRAHQLVMEGYN
WCHDRNVVTIFSAPNYCYRCGNQA
AIMELDDTLKYSFLQFDPAPRRGEP
HVTRRTPDYFL

True False 4.491 5.0 1.788 1.622 1.077 1.96 2.175


