}Jl;l iprotKB Entry name |organism full oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion en@oplasmlc golgi plasma extn:acel.
mame sites sites reticulum |apparatus membrane region
P62736 IACTA_HUMAN |Homo Actin, [26.860856 S370 NaN 38665916;37217939;30397120;405 [MCEEEDSTALVCDNGSGLCKAGFA [True False 4.573 |1.532  |False False False False 4.0
sapiens |aortic 96516;29351928;18369606 GDDAPRAVFPSIVGRPRHQGVMVG
smooth MGQKDSYVGDEAQSKRGILTLKYPIE
muscle HGIITNWDDMEKIWHHSFYNELRV

IAPEEHPTLLTEAPLNPKANREKMTQ
IMFETFNVPAMYVAIQAVLSLYASGR
TTGIVLDSGDGVTHNVPIYEGYALPH
IAIMRLDLAGRDLTDYLMKILTERGYS
FVTTAEREIVRDIKEKLCYVALDFEN
EMATAASSSSLEKSYELPDGQVITIG
NERFRCPETLFQPSFIGMESAGIHET
TYNSIMKCDIDIRKDLYANNVLSGGT
TMYPGIADRMQKEITALAPSTMKIKII
IAPPERKYSVWIGGSILASLSTFQQM

IWISKQEYDEAGPSIVHRKCF




