}Jl;l iprotKB Entry name |organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasma extr_al
name sites sites reticulum |apparatus membrane regio
P62751 RL23A_MOUSE Mus Large 27.83076 NaN S43;T45 37453647;33300544;36288343;396 |MAPKAKKEAPAPPKAEAKAKALKAK (True False 5.0 4.512  [1.488 1.238 0.536 1.075 1.126

musculus |ribosomal 27609 KAVLKGVHSHKKKKIRTSPTFRRPKT

subunit LRLRRQPKYPRKSAPRRNKLDHYAII

protein KFPLTTESAMKKIEDNNTLVFIVDVK

ul23 ANKHQIKQAVKKLYDIDVAKVNTLIR

PDGEKKAYVRLAPDYDALDVANKIGI
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