UniprotKB Entry organism full oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em?oplasmlc golgi [plasma eth:acel]

ID name name sites sites reticulum |apparatus membrane [region

P62806 H4 MOUSE [Mus Histone |36.469426 T31 S2;S48;T52;T81;T89|37507081;37453647;34887587;360 |[MSGRGKGGKGLGKGGAKRHRKVLR [True False False (5.0 False False False False False
musculus [H4 84651;33300544;36288343;396276 [DNIQGITKPAIRRLARRGGVKRISGLI
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