}Jl;l iprotkB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular [extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
sites sites reticulum apparatus membrane region
P62812 GBRA1_MOUSE Mus Gamma- 24.474581 NaN NaN 33300544 MKKSRGLSDYLWAWTLILSTLSGRS |False True 1.537 |2.05 2.105 1.806 1.118 5.0 2.309
musculus |aminobutyric 'YGQPSQDELKDNTTVFTRILDRLLD

acid GYDNRLRPGLGERVTEVKTDIFVTSF

receptor GPVSDHDMEYTIDVFFRQSWKDERL

subunit KFKGPMTVLRLNNLMASKIWTPDTF

alpha-1 FHNGKKSVAHNMTMPNKLLRITED

GTLLYTMRLTVRAECPMHLEDFPM
DAHACPLKFGSYAYTRAEVVYEWTR
EPARSVVVAEDGSRLNQYDLLGQTV
DSGIVQSSTGEYVVMTTHFHLKRKI
GYFVIQTYLPCIMTVILSQVSFWLNR
ESVPARTVFGVTTVLTMTTLSISARN
SLPKVAYATAMDWFIAVCYAFVFSAL
IEFATVNYFTKRGYAWDGKSVVPEK
PKKVKDPLIKKNNTYAPTATSYTPNL
IARGDPGLATIAKSATIEPKEVKPETK
PPEPKKTFNSVSKIDRLSRIAFPLLFG
IFNLVYWATYLNREPQLKAPTPHQ




