}Jl;l iprotKB Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma
sites sites reticulum |apparatus membrane
P62873 GBB1_HUMAN [Homo Guanine 20.236697 'T159;S160 (S2;H266 34229054;40596516;38665916;409 [MSELDQLRQEAEQLKNQIRDARKAC [True True 4.687 (2.4 1.523 1.638 0.854 5.0
sapiens  |nucleotide- 14422;34019948;29351928 IADATLSQITNNIDPVGRIQMRTRRTL
binding RGHLAKIYAMHWGTDSRLLVSASQD
protein GKLIIWDSYTTNKVHAIPLRSSWVMT
G(I)/G(S)/G(T) CAYAPSGNYVACGGLDNICSIYNLKT

subunit beta-
1

REGNVRVSRELAGHTGYLSCCRFLD
DNQIVTSSGDTTCALWDIETGQQTT
TFTGHTGDVMSLSLAPDTRLFVSGA
CDASAKLWDVREGMCRQTFTGHES
DINAICFFPNGNAFATGSDDATCRLF
DLRADQELMTYSHDNIICGITSVSFS
KSGRLLLAGYDDFNCNVWDALKAD
RAGVLAGHDNRVSCLGVTDDGMAV
IATGSWDSFLKIWN




