UniprotKB Entry name |organism [full name loglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
P62874 GBB1_MOUSE Mus Guanine 33.64034 NaN S2;H266 33300544;22645316 MSELDQLRQEAEQLKNQIRDARKAC |[None None None |(None None None None None None
musculus [nucleotide- ADATLSQITNNIDPVGRIQMRTRRTL
binding RGHLAKIYAMHWGTDSRLLVSASQD
protein GKLIIWDSYTTNKVHAIPLRSSWVMT
G(D)/G(S)/G(T) CAYAPSGNYVACGGLDNICSIYNLKT

subunit beta-
1

REGNVRVSRELAGHTGYLSCCRFLD
DNQIVTSSGDTTCALWDIETGQQTT
TFTGHTGDVMSLSLAPDTRLFVSGA
CDASAKLWDVREGMCRQTFTGHES
DINAICFFPNGNAFATGSDDATCRLF
DLRADQELMTYSHDNIICGITSVSFS
KSGRLLLAGYDDFNCNVWDALKAD
RAGVLAGHDNRVSCLGVTDDGMAV
ATGSWDSFLKIWN




