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}Jl;l iprotKB Entry name |organism full oglcnacscore °g lcnac p.h osphorylation PMIDS sequence intracellular |extracellular|cytosol nucleus mitochndrion . ic|golgi plasma extr.ao

name sites sites reticulum |apparatus membrane region
P62937 PPIA_HUMAN [Homo Peptidyl- |18.495257 S21 S77;T93 34725712;38665916;34019948;332 [MVNPTVFFDIAVDGEPLGRVSFELF ([True True 4.478 5.0 False False False False 5.0

sapiens  [prolyl cis- 14551;29485866;23301498;203056 |[ADKVPKTAENFRALSTGEKGFGYKG

trans 58;32119511;35138101;35083852;2 |SCFHRIIPGFMCQGGDFTRHNGTGG

isomerase 9351928;40596516;37217939;2174 [KSIYGEKFEDENFILKHTGPGILSMA

A 0066;28510447 NAGPNTNGSQFFICTAKTEWLDGK

HVVFGKVKEGMNIVEAMERFGSRN
GKTSKKITIADCGQLE




