}Jl;l iprotKB Entry name |organism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enc_loplasmlc golgi plasma extr_acellul.
name sites sites reticulum |apparatus membrane region
P63001 RAC1_MOUSE |Mus Ras- 30.089629 NaN S71 37453647;39927985;33300544 IMQAIKCVVVGDGAVGKTCLLISYTTN [True True 4.325 5.0 0.75 0.609 2.197 5.0 0.844
musculus [related IAFPGEYIPTVFDNYSANVMVDGKPV
Cc3 NLGLWDTAGQEDYDRLRPLSYPQTD
botulinum IVFLICFSLVSPASFENVRAKWYPEVR
toxin HHCPNTPIILVGTKLDLRDDKDTIEK
substrate LKEKKLTPITYPQGLAMAKEIGAVKY
1 LECSALTQRGLKTVFDEAIRAVLCPP
PVKKRKRKCLLL




