EANEGSKTLQRNRKMAMGRKKFN
MDPKKGIQFLVEHELLQNTPEEIAR
FLYKGEGLNKTAIGDYLGEREELNLS
VLHAFVDLHEFTDLNLVQALRQFLW
SFRLPGEAQKIDRMMEAFAQRYCLC
NPGVFQSTDTCYVLSFAVIMLNTSL
HNPNVRDKPGLERFVAMNRGINEG
GDLPEDLLRNLYDSIRNEPFKIPEDD
GNDLTHTFFNPDREGWLLKLGGGR
VKTWKRRWFILTDNCLYYFEYTTDK
EPRGIIPLENLSIREVDDPRKPNCFE
LYIPNNKGQLIKACKTEADGRVVEG
NHMVYRISAPTQEEKDEWIKSIQAA
IVSVDPFYEMLAARKKRISVKKKQEQ
P

UniprotKB Entry organism (full name |oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion em.loplasmlc golgi plasma extl:acellular

ID name sites sites reticulum |apparatus membrane region

P63035 CYH2_RAT [Rattus Cytohesin-|23.439218 NaN NaN 38843836 MEDGVYEPPDLTPEERMELENIRRR |False False 3.39 2.812 [1.594 1.29 2.0 4.369 1.221
norvegicus |2 KQELLVEIQRLREELSEAMSEVEGL




