UniprotkB Entry name |organism [full name (oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl."acellular
ID sites sites reticulum apparatus membrane [region
P63073 IF4E_MOUSE Mus Eukaryotic|22.380232 NaN T22;S209 37507081 MATVEPETTPTTNPPPAEEEKTESN [True False 4.812 5.0 2.717 2.44 1.775 2.458 2.484
musculus |translation QEVANPEHYIKHPLQNRWALWFFK
initiation NDKSKTWQANLRLISKFDTVEDFWA
factor 4E LYNHIQLSSNLMPGCDYSLFKDGIE

PMWEDEKNKRGGRWLITLNKQQRR
SDLDRFWLETLLCLIGESFDDYSDD
'VCGAVVNVRAKGDKIAIWTTECENR
DAVTHIGRVYKERLGLPPKIVIGYQS
HADTATKSGSTTKNRFVV




