UniprotKB Entry organism [full name |oglcnacscore o_glcnac ‘p_h osphorylation PMIDS [sequence intracellular |extracellular [cytosol nucleus mitochndrion en(?oplasmlc golgi [plasma extl_'acellular
ID name sites sites reticulum apparatus membrane region
P63079 GBRB3_RAT [Rattus Gamma- 23.439218 NaN NaN 38843836 MWGFAGGRLFGIFSAPVLVAVVCCA |False True 1.908 |1.644 1.702 1.093 0.853 5.0 2.094
norvegicus [aminobutyric QSVNDPGNMSFVKETVDKLLKGYDI

acid RLRPDFGGPPVCVGMNIDIASIDMV

receptor SEVNMDYTLTMYFQQYWRDKRLAY

subunit beta- SGIPLNLTLDNRVADQLWVPDTYFL

3 NDKKSFVHGVTVKNRMIRLHPDGT

VLYGLRITTTAACMMDLRRYPLDEQ
NCTLEIESYGYTTDDIEFYWRGGDKA
VIGVERIELPQFSIVEHRLVSRNVVF
ATGAYPRLSLSFRLKRNIGYFILQTY
MPSILITILSWVSFWINYDASAARVA
LGITTVLTMTTINTHLRETLPKIPYVK
AIDMYLMGCFVFVFLALLEYAFVNYI
FFGRGPQRQKKLAEKTAKAKNDRSK
SEINRVDAHGNILLAPMDVHNEMN
EVAGSVGDTRNSAISFDNSGIQYRK
QSMPKEGHGRYMGDRSIPHKKTHL
RRRSSQLKIKIPDLTDVNAIDRWSRI
VFPFTFSLFNLVYWLYYVN




