UniprotKB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion ent?oplasmlc ‘golgl plasma extr"acellular
ID sites sites reticulum apparatus membrane region
P63080 GBRB3_MOUSE Mus Gamma- 24.474581 NaN NaN 33300544 MWGFAGGRLFGIFSAPVLVAVVCCA |False True 1.821 |2.175 1.857 1.591 1.199 4.735 2.382
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QSVNDPGNMSFVKETVDKLLKGYDI
RLRPDFGGPPVCVGMNIDIASIDMV
SEVNMDYTLTMYFQQYWRDKRLAY
SGIPLNLTLDNRVADQLWVPDTYFL
NDKKSFVHGVTVKNRMIRLHPDGT
IVLYGLRITTTAACMMDLRRYPLDEQ
NCTLEIESYGYTTDDIEFYWRGGDKA
VTGVERIELPQFSIVEHRLVSRNVVF
IATGAYPRLSLSFRLKRNIGYFILQTY
MPSILITILSWVSFWINYDASAARVA
LGITTVLTMTTINTHLRETLPKIPYVK
IAIDMYLMGCFVFVFLALLEYAFVNYI
FFGRGPQRQKKLAEKTAKAKNDRSK
SEINRVDAHGNILLAPMDVHNEMN
EVAGSVGDTRNSAISFDNSGIQYRK
QSMPKEGHGRYMGDRSIPHKKTHL
RRRSSQLKIKIPDLTDVNAIDRWSRI
IVFPFTFSLFNLVYWLYYVN




