UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus jmitochndrion em:loplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus [membrane region
P63094 GNAS2_MOUSE Mus Guanine 35.909693 NaN S352 22645316;36288343 MGCLGNSKTEDQRNEEKAQREANK |None None None [None None None None None None
'musculus |nucleotide- KIEKQLQKDKQVYRATHRLLLLGAG

binding ESGKSTIVKQMRILHVNGFNGEGGE

protein EDPQAARSNSDGEKATKVQDIKNNL

G(s) KEAIETIVAAMSNLVPPVELANPENQ

subunit FRVDYILSVMNVPNFDFPPEFYEHA

alpha KALWEDEGVRACYERSNEYQLIDCA

isoforms QYFLDKIDVIKQADYVPSDQDLLRCR

short IVLTSGIFETKFQVDKVNFHMFDVGG

QRDERRKWIQCFNDVTAIIFVVASSS
'YNMVIREDNQTNRLQEALNLFKSIW
NNRWLRTISVILFLNKQDLLAEKVLA
GKSKIEDYFPEFARYTTPEDATPEPG
EDPRVTRAKYFIRDEFLRISTASGDG
RHYCYPHFTCAVDTENIRRVFNDCR
DIIQRMHLRQYELL




