UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular [extracellular [cytosol nucleus mitochndrion em:.loplasmlc golgi plasma extn:acellular
ID name sites sites reticulum apparatus membrane region
P63143 KCAB1 MOUSE Mus Voltage- |24.474581 NaN NaN 33300544 MQVSIACTEHNLKSRNGEDRLLSKQ [True False 4.544 2.3 1.475 1.646 0.87 4.371 1.414
musculus |gated SSNAPNVVNAARAKFRTVAIIARSLG

potassium TFTPQHHISLKESTAKQTGMKYRNL

channel GKSGLRVSCLGLGTWVTFGGQISDE

subunit VAERLMTIAYESGVNLFDTAEVYAA

beta-1 GKAEVILGSIIKKKGWRRSSLVITTKL

YWGGKAETERGLSRKHIIEGLKGSL
QRLQLEYVDVVFANRPDSNTPMEEI
VRAMTHVINQGMAMYWGTSRWSA
MEIMEAYSVARQFNMIPPVCEQAEY
HLFQREKVEVQLPELYHKIGVGAMT
'WSPLACGIISGKYGNGVPESSRASLK
CYQWLKERIVSEEGRKQQNKLKDLS
PIAERLGCTLPQLAVAWCLRNEGVS
SVLLGSSTPEQLIENLGAIQVLPKMT
SHVVNEIDNILRNKPYSKKDYRS




