UniprotKB Entry name |organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus jmitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
P63168 DYL1 MOUSE Mus Dynein 27.312347 NaN S88 28135057;33300544  MCDRKAVIKNADMSEEMQQDSVEC (True False 5.0 3.963 [3.695 1.166 1.203 1.34 1.893
musculus |[light chain IATQALEKYNIEKDIAAHIKKEFDKKY
1, NPTWHCIVGRNFGSYVTHETKHFIY
cytoplasmic FYLGQVAILLFKSG




