}Jl;l iprotKB Entry name |organism full name joglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(_ioplasmlc golgi plasma extr_a
sites sites reticulum |apparatus membrane regio
P63242 IF5A1_MOUSE Mus Eukaryotic |46.089821 NaN NaN 28528544;37453647;25153642;215 [MADDLDFETGDAGASATFPMQCSA ([True False 1.849 5.0 False 3.0 False False False
musculus [translation 40332;36288343;39927985;226453 |LRKNGFVVLKGRPCKIVEMSTSKTG
initiation 16 KHGHAKVHLVGIDIFTGKKYEDICPS
factor 5A- THNMDVPNIKRNDFQLIGIQDGYLS
1 LLQDSGEVREDLRLPEGDLGKEIEQ
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