UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi [plasma extr'acellular
ID name sites sites reticulum apparatus membrane region
P63268 IACTH_MOUSE Mus Actin, |26.740217 NaN NaN 33300544;36288343  MCEEETTALVCDNGSGLCKAGFAG |None None None [None None None None None None
musculus |gamma- DDAPRAVFPSIVGRPRHQGVMVGM
enteric GQKDSYVGDEAQSKRGILTLKYPIEH
smooth GIITNWDDMEKIWHHSFYNELRVAP
muscle EEHPTLLTEAPLNPKANREKMTQIM

FETFNVPAMYVAIQAVLSLYASGRTT
GIVLDSGDGVTHNVPIYEGYALPHAI
MRLDLAGRDLTDYLMKILTERGYSF
IVTTAEREIVRDIKEKLCYVALDFENE
MATAASSSSLEKSYELPDGQVITIGN
ERFRCPETLFQPSFIGMESAGIHETT
IYNSIMKCDIDIRKDLYANNVLSGGTT
MYPGIADRMQKEITALAPSTMKIKII
IAPPERKYSVWIGGSILASLSTFQQM

WISKPEYDEAGPSIVHRKCF




