}J];I iprotKB [Entry organism (full name |oglcnacscore o'glcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular |cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extl.'acellular
name sites sites reticulum apparatus membrane region
P63329 PP2BA_RAT |Rattus Protein 28.175057 NaN S469;S492 18683930 |MSEPKAIDPKLSTTDRVVKAVPEFPPS (True True 4.679 [4.398 [4.304 1.317 0.623 4.434 1.223
norvegicus [phosphatase HRLTAKEVFDNDGKPRVDILKAHLM
3 catalytic KEGRLEESVALRIITEGASILRQEKNL
subunit LDIDAPVIVCGDIHGQFFDLMKLFE
alpha 'VGGSPANTRYLFLGDYVDRGYFSIEC

VLYLWALKILYPKTLFLLRGNHECR
HLTEYFTFKQECKIKYSERVYDACM
DAFDCLPLAALMNQQFLCVHGGLS
PEINTLDDIRKLDRFKEPPAYGPMCD
ILWSDPLEDFGNEKTQEHFTHNTVR
GCSYFYSYPAVCDFLQHNNLLSILRA
HEAQDAGYRMYRKSQTTGFPSLITIF
SAPNYLDVYNNKAAVLKYENNVMNI
RQFNCSPHPYWLPNFMDVFTWSLP
FVGEKVTEMLVNVLNICSDDELGSE
EDGFDGATAAARKEVIRNKIRAIGKM
IARVFSVLREESESVLTLKGLTPTGML
PSGVLSGGKQTLQSATVEAIEADEAI
KGFSPQHKITSFEEAKGLDRINERM
PPRRDAMPSDANLNSINKALASETN
GTDSNGSNSSNIQ




