}jl;l iprotKB Entry name |organism [full name (oglcnacscore qglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
sites sites reticulum |apparatus membrane [region
P68002 IVDAC2_BOVIN |Bos 'Voltage- |27.604395 NaN T78;T118;S251 (28100784 | MATYGQNCARPMCIPPSYADLGKAA |None None None |None None None None None None
taurus dependent RDIFNKGFGFGLVKLDVKTKSCSGV

anion- EFSTSGSSNTDTGKVTGTLETKYKW

selective CEYGLTFTEKWNTDNTLGTEIAIED

channel QICQGLKLTFDTTFSPNTGKKSGKIK

protein 2 SSYKRECINLGCDVDFDFAGPAIHGS

AVFGYEGWLAGYQMTFDSAKSKLTR
NNFAVGYRTGDFQLHTNVNDGTEF
GGSIYQKVCEDLDTSVNLAWTSGTN
CTRFGIAAKYQLDPTASISAKVNNSS
LIGVGYTQTLRPGVKLTLSALVDGKS
INAGGHKLGLALELEA




