}Jl;l iprotKB Entry name |organism full oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi [plasma extr.acel
name sites sites reticulum |apparatus| membrane [region
P68032 IACTC_HUMAN [Homo Actin, (38.595996 S302 NaN 30397120;23271734;37217939;341 |MCDDEETTALVCDNGSGLVKAGFA (True False 4.724 [2.253  |2.076 1.912 0.912 1.931 4.367
sapiens [alpha 05348;36240223;26853435;409144 |GDDAPRAVFPSIVGRPRHQGVMVG
cardiac 22 MGQKDSYVGDEAQSKRGILTLKYPIE
muscle HGIITNWDDMEKIWHHTFYNELRV
1 IAPEEHPTLLTEAPLNPKANREKMTQ

IMFETFNVPAMYVAIQAVLSLYASGR
TTGIVLDSGDGVTHNVPIYEGYALPH
IAIMRLDLAGRDLTDYLMKILTERGYS
FVTTAEREIVRDIKEKLCYVALDFEN
EMATAASSSSLEKSYELPDGQVITIG
NERFRCPETLFQPSFIGMESAGIHET
TYNSIMKCDIDIRKDLYANNVLSGGT
TMYPGIADRMQKEITALAPSTMKIKII
IAPPERKYSVWIGGSILASLSTFQQM

IWISKQEYDEAGPSIVHRKCF




