}Jl;l iprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr.‘ao
name sites sites reticulum |apparatus membrane region
P68033 IACTC_MOUSE [Mus Actin, [27.92494 'T105;S201 [NaN 30016717;33300544;37507081;362 [MCDDEETTALVCDNGSGLVKAGFA |False False 3.557 [2.194 [1.974 1.769 0.811 1.862 1.749
musculus |alpha 88343 GDDAPRAVFPSIVGRPRHQGVMVG
cardiac MGQKDSYVGDEAQSKRGILTLKYPIE
muscle HGIITNWDDMEKIWHHTFYNELRV
1 IAPEEHPTLLTEAPLNPKANREKMTQ

IMFETFNVPAMYVAIQAVLSLYASGR
TTGIVLDSGDGVTHNVPIYEGYALPH
IAIMRLDLAGRDLTDYLMKILTERGYS
FVTTAEREIVRDIKEKLCYVALDFEN
EMATAASSSSLEKSYELPDGQVITIG
NERFRCPETLFQPSFIGMESAGIHET
TYNSIMKCDIDIRKDLYANNVLSGGT
TMYPGIADRMQKEITALAPSTMKIKII
IAPPERKYSVWIGGSILASLSTFQQM

'WISKQEYDEAGPSIVHRKCF




