UniprotKB Entry name organism [full name |oglcnacscore (oglcnac sites p.h osphorylation PMIDS sequence intracellular [extracellular cytosol [nucleus mitochndrion wenc_loplasmlc golgi
ID sites reticulum |apparatus
P68104 EF1A1_HUMAN [Homo Elongation [40.288543 T6;T261;T279;S414;5416S300;T432 38665916;26374642;33214551;393 |MGKEKTHINIVVIGHVDSGKSTTTG ([True True 5.0 5.0 0.469 False False
sapiens |factor 1- 02247;31373491;18369606;164089 |HLIYKCGGIDKRTIEKFEKEAAEMGK
alpha 1 27;35008409;32119511;26853435;2 |GSFKYAWVLDKLKAERERGITIDISL

1740066;34019948;30444036;3721
7939;40596516;22121020;2851044
7;20305658;35138101;36240223

WKFETSKYYVTIIDAPGHRDFIKNMI
TGTSQADCAVLIVAAGVGEFEAGISK
NGQTREHALLAYTLGVKQLIVGVNK
MDSTEPPYSQKRYEEIVKEVSTYIKKI
GYNPDTVAFVPISGWNGDNMLEPS
IANMPWFKGWKVTRKDGNASGTTLL
EALDCILPPTRPTDKPLRLPLQDVYKI
GGIGTVPVGRVETGVLKPGMVVTFA
PVNVITEVKSVEMHHEALSEALPGD
NVGFNVKNVSVKDVRRGNVAGDSK
NDPPMEAAGFTAQVIILNHPGQISAG
'YAPVLDCHTAHIACKFAELKEKIDRR
SGKKLEDGPKFLKSGDAAIVDMVPG
KPMCVESFSDYPPLGRFAVRDMRQT
IVAVGVIKAVDKKAAGAGKVTKSAQK

IAQKAK




