}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma extn:ace
name sites sites reticulum |apparatus membrane [region
P68368 TBA4A_MOUSE Mus Tubulin [44.285133 NaN S48;T432;S439  [40684658;37453647;20665223;360 [MRECISVHVGQAGVQMGNACWELY [False False 2.751 |False |False False False False False
musculus |alpha- 64721;33300544;36288343;396276 |CLEHGIQPDGQMPSDKTIGGGDDSF
4A 09;39927985;34678516;22645316 |[TTFFCETGAGKHVPRAVFVDLEPTVI
chain DEIRNGPYRQLFHPEQLITGKEDAA

NNYARGHYTIGKEIIDPVLDRIRKLS
DQCTGLQGFLVFHSFGGGTGSGFTS
LLMERLSVDYGKKSKLEFSIYPAPQV
STAVVEPYNSILTTHTTLEHSDCAFM
VDNEAIYDICRRNLDIERPTYTNLNR
LISQIVSSITASLRFDGALNVDLTEFQ
TNLVPYPRIHFPLATYAPVISAEKAYH
EQLSVAEITNACFEPANQMVKCDPR
HGKYMACCLLYRGDVVPKDVNAAIA
AIKTKRSIQFVDWCPTGFKVGINYQP
PTVVPGGDLAKVQRAVCMLSNTTAI
AEAWARLDHKFDLMYAKRAFVHWY
VGEGMEEGEFSEAREDMAALEKDY
EEVGIDSYEDEDEGEE




