UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma extn:ace
ID name sites sites reticulum |apparatus membrane [region
P68369 TBA1A_MOUSE Mus Tubulin [39.66565 NaN S439 34887587;22645316;24788674;333 |MRECISIHVGQAGVQIGNACWELYC (True True 5.0 2.425  [2.047 1.738 1.656 5.0 1.863
musculus |alpha- 00544;20665223 LEHGIQPDGQMPSDKTIGGGDDSFN
1A TFFSETGAGKHVPRAVFVDLEPTVID
chain

EVRTGTYRQLFHPEQLITGKEDAAN
NYARGHYTIGKEIIDLVLDRIRKLAD
QCTGLQGFLVFHSFGGGTGSGFTSL
LMERLSVDYGKKSKLEFSIYPAPQVS
TAVVEPYNSILTTHTTLEHSDCAFMV
DNEAIYDICRRNLDIERPTYTNLNRL
IGQIVSSITASLRFDGALNVDLTEFQT
NLVPYPRIHFPLATYAPVISAEKAYHE
QLSVAEITNACFEPANQMVKCDPRH
GKYMACCLLYRGDVVPKDVNAAIATI
KTKRTIQFVDWCPTGFKVGINYQPPT
VVPGGDLAKVQRAVCMLSNTTAIAE
AWARLDHKFDLMYAKRAFVHWYVG
EGMEEGEFSEAREDMAALEKDYEE
VGVDSVEGEGEEEGEEY




