}Jl;l iprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enc_loplasmlc golgi plasma extr-ace
name sites sites reticulum |apparatus membrane [region
P68372 TBB4B_MOUSE Mus Tubulin [42.12323 S339 T55;S172 37507081;40684658;37453647;206 [MREIVHLQAGQCGNQIGAKFWEVIS [False False 2.686 [1.266 |False False False False 2.0
musculus |beta- 65223;29187734;34887587;344180 [DEHGIDPTGTYHGDSDLQLERINVY
4B 53;33300544;36288343;39627609;3 [YNEATGGKYVPRAVLVDLEPGTMDS
chain 9927985;22645316

IVRSGPFGQIFRPDNFVFGQSGAGNN
WAKGHYTEGAELVDSVLDVVRKEAE
SCDCLQGFQLTHSLGGGTGSGMGT
LLISKIREEYPDRIMNTFSVVPSPKVS
DTVVEPYNATLSVHQLVENTDETYCI
DNEALYDICFRTLKLTTPTYGDLNHL
[VSATMSGVTTCLRFPGQLNADLRKL
IAVNMVPFPRLHFFMPGFAPLTSRGS
QQYRALTVPELTQQMFDAKNMMAA
CDPRHGRYLTVAAVFRGRMSMKEV
DEQMLNVQNKNSSYFVEWIPNNVK
TAVCDIPPRGLKMSATFIGNSTAIQE
LFKRISEQFTAMFRRKAFLHWYTGE
GMDEMEFTEAESNMNDLVSEYQQY
QDATAEEEGEFEEEAEEEVA




