UniprotKB Entry name |organism full oglcnacscore oglcnac [phosphorylation sites PMIDS |[sequence intracellular (extracellular cytosol [nucleus jmitochndrion ent.loplasmlc golgi plasma extl:acellular
ID name sites reticulum )apparatus membrane region
P68404 KPCB_MOUSE |Mus Protein [24.474581 NaN S11;S16;T17;S206;T250;T314;T324; |33300544 MADPAAGPPPSEGEESTVRFARKGA [None None None [None None None None None None
musculus |kinase IT500;T504;T635;T642;S661;T662;T LRQKNVHEVKNHKFTARFFKQPTFC
C beta 641;5654;5660;5664;S673 SHCTDFIWGFGKQGFQCQVCCFVV
type HKRCHEFVTFSCPGADKGPASDDPR

SKHKFKIHTYSSPTFCDHCGSLLYGL
IHQGMKCDTCMMNVHKRCVMNVP
SLCGTDHTERRGRIYIQAHIDREVLIV
IVVRDAKNLVPMDPNGLSDPYVKLKL
IPDPKSESKQKTKTIKCSLNPEWNET
FRFQLKESDKDRRLSVEIWDWDLTS
RNDFMGSLSFGISELQKAGVDGWF
KLLSQEEGEYFNVPVPPEGSEGNEE
LRQKFERAKIGQGTKAPEEKTANTIS
KFDNNGNRDRMKLTDFNFLMVLG
KGSFGKVMLSERKGTDELYAVKILK
KDVVIQDDDVECTMVEKRVLALPGK
PPFLTQLHSCFQTMDRLYFVMEYVN
GGDLMYHIQQVGRFKEPHAVFYAAE
IAIGLFFLQSKGIIYRDLKLDNVMLDS
EGHIKIADFGMCKENIWDGVTTKTF
CGTPDYIAPEIIAYQPYGKSVDWWAF
GVLLYEMLAGQAPFEGEDEDELFQS
IMEHNVAYPKSMSKEAVAICKGLMT
KHPGKRLGCGPEGERDIKEHAFFRY
IDWEKLERKEIQPPYKPKARDKRDTS
NFDKEFTRQPVELTPTDKLFIMNLD

QNEFAGFSYTNPEFVINV




