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UniprotKB Entry organism full oglcnacscore oglcnac phosphorylation sites |PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion N N
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P69897 TBB5_RAT [Rattus Tubulin |35.586615 NaN S40;T55;5172;T285;T290 38843836;18047804;34502162 MREIVHIQAGQCGNQIGAKFWEVIS [True False 3.384 [4.545 [1.765 1.451 0.768 1.656 2.977
DEHGIDPTGTYHGDSDLQLDRISVYY

norvegicus [beta-5
chain NEATGGKYVPRAILVDLEPGTMDSV

RSGPFGQIFRPDNFVFGQSGAGNN
WAKGHYTEGAELVDSVLDVVRKEAE
SCDCLQGFQLTHSLGGGTGSGMGT
LLISKIREEYPDRIMNTFSVVPSPKVS
DTVVEPYNATLSVHQLVENTDETYCI
DNEALYDICFRTLKLTTPTYGDLNHL
VSATMSGVTTCLRFPGQLNADLRKL
IAVNMVPFPRLHFFMPGFAPLTSRGS
QQYRALTVPELTQQVFDAKNMMAA
CDPRHGRYLTVAAVFRGRMSMKEV
DEQMLNVQNKNSSYFVEWIPNNVK
TAVCDIPPRGLKMAVTFIGNSTAIQE
LFKRISEQFTAMFRRKAFLHWYTGE
GMDEMEFTEAESNMNDLVSEYQQY
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